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- HH: - Tissue

- Ih2kE block
-HE AR
- HAPYH: Special stain
- HDKX|: EX|A0HK| &#x
- dAY/aeY: E-g/5Y

- Q2| M: A2 92| A

Iron stain [Tissue]
(GC Labs ZE: W674)

- B H: 1}563/C5630008 (196.477)
- A7} 18,090
- AMHO|o|: M = S L HEHS FEE

o - - 2T
mEHsl7| s 2xo|ct,

- FOIALE: Tissue 2|2 Al 10% buffer ZE2H &l

=Pk

(HE8Y: 122 182 H=+&

™l - 22 o2k block
- Z}Z} Unstained slide
HAZ X SISIHM(CD163) - B H2
Q| 2782+ - AAP: Immunohistochemical stain

MDA AR R HE
- ANY/2RY: 2-3/5Y

IEPRE L ELEEY

- HBE™HE: LI5677+/C567300F (670.177)
- BATE 2121 61,720
- oA

@ Tissue 2|2| Al 10% buffer Z=2 22
ZAl 17

@ HE|ZIEHK|(HaE BHEX) B
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MM-MRD/follow-up
immunophenotyping
(53) [FMIZEMH
(GC Labs Z E: P499)

- 4H: - EDTA bone marrow 2.0 mL

- EDTA whole blood 3.0 mL

- HBE AT

- ZAP: Flow cytometry
- FR|: XA FHE
MY/ 923

- O|2|M: MM-MRD/follow-up

immunophenotyping (5%)
AAL Q2| M

- HE™E: =081L1/D081200Cx5 (2433.807)

- AAF7) 224,150

- UAMHO|o|: Lt E5+F K& 2 0
|

o
£X38l0] X2 ZIHE BHHSID, 0
H5t7| fI5H0 A A|SHCE

- FOAbe

@ BAFQZIM(EEHE Y, S8, AT E 7|8 E)
@ CBC Z1}X|, morphology& smear slide 2%
MH oA
oT 2T

3 MM-MRD 2|2| A| ZA|: EDTA BM 2.0 mL

[(HE8Y: 12 182 E+=E]

Plasma cell myeloma
immunophenotyping
(8F) [SMEL A
(GC Labs T E: P500)

- AH: - EDTA bone marrow 2.0 mL

- EDTA whole blood 3.0 mL

SHE AT

- AAMYH: Flow cytometry
g = LN - PR FU A RS S
- dA /28 H-5/32

- 8|2| M: Plasma cell myeloma

immunophenotyping (8%)
AL 22|

- HE™HE: =081L}/D081200Cx8 (3894.087)
- AA=7}: 358,640

- ANEolo]: HHAZ RS
X

Zen, o o
XE QAR 3 OMHELS ZH| J|xREE

A8e & ULt

- O AE:

@ BAZIM(EEE Y, JE, AYZE, dAHE D
71 )

@ CBC Z1}tX|, morphology& smear slide 2%

2 Es

[HeY: 128 182 H+£]

Acute lymphoblastic
leukemia MRD

(83) [FMZEZMH]
(GC Labs . E: W680)

- AH: - EDTA bone marrow 1.0 mL

- EDTA whole blood 3.0 mL

SHE AT

- AAMYH: Flow cytometry
g = LN - PR B A RS S
- dA /28 H-5/32

- 2| 2| M: Acute lymphoblastic

leukemia MRD (8F) ZAF 2|2 A

- HE™HE: =081L}/D081200Cx8 (3894.087)
- AA7}: 358,640
- AMHO|9f: ZHBE T YHEY X5 =

OMZERES 5800 A= 21t T80,

=
Ol XzgH S Eot7| 25t HAlStLY.

O AHE:

@ BAFQZM(EHE Y, dE, dHEE 7| E)
@ CBC Z1tX|, morphology& smear slide 2%
AME mA
oT 2T

G B-ALL =% = 82®™ ZA: EDTA WB 3.0 mL

[HEY: 128 182 H+£]

2. AAP3E HE

AAEE HEALR "z o e
-dMY/2aeY: B a1
H. pylori Ag 4 xLOI 4 AL Ol ol. &L/19l
(GC Labs TE: 5697) At = al/eag sns {EhATR T2 T2E Efrec)
& HE)
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Candida albicans PCR
Q175+
(GC Labs T.E: N304)

- AA: - & swab

- Random urine 5.0 mL

- ZAl: - Vaginal discharge
- Urine 20.0 mL

(s
=t

* 2y 2) dHl F=2 List
P

82

—_

o AL H
8 d+&]

—
—_

€S 23

EBV In situ
(GC Labs T E: X522)

HH| ZAL E2

—

- AAMH: EBV In situ

- A o2t block
CAMY/Ae Y E-2/15Y
- O|2|M: HEZ|HA| 2| A

- FOIAME: FRIMD T[Ty

- ZAE: Epstein-Barr virus in situ
hybridization (EBERISH)
- 4H: - ot2HE block
- Unstained slide
-dAY/aY: E-5/5Y
- O|2|M: Z=E|HE|ol2|M
- FO|ALE:
@ Tissue 2|2| Al 10% buffer
Z2UT FA 1Y

@ HE|XCHX|(H&E ©HEX|) H&

[HeY: 128 182 H+£]

PRSST gene mutation
(GC Labs F E: X555)

&) 2
HZo= Qlst
dAEE B3

- BALH: PRSST gene mutation

- 4K EDTA whole blood 3.0 mL
- AAEHH: Direct sequencing
-HYFPE: H5 0 Of(C5806)

- AA=7t: 240,000

- ZHAM'E: PRSST gene (Des)

- ZH|: EDTA whole blood 5.0 mL
- ZA: PCR & sequencing

- HEdH: H| g0 Cf4(C5807)

- A7} 683,000

[HE8Y: 128 15¢ Y=+E]

- Candida species @& 2| &ZIA|:

- Candida species #32| &ZI#H:

- Antifungal = = - Amphotericin B - Amphotericin B
oL eps . x| Al .
susceptibility testing 7}O(| ElaglLill ) - Caspofungin - Caspofungin
- Bacterial culture =EE A Ruconazole - Fluconazole
- Mi i - Micafungin
- Blood culture X¥dgd 2 i\//“c'afungml - Voriconazole
- Fungal culture SHEIZR| ALO| - voriconazole
 Hugytosine [M8Y: 20244 012 042 B L]
3. =ESX|
HMEE SXALR 584
PRSST 1%t
7S EAHO|HA} P&z oM &S 128 15¢ &

(GC Labs T E: N994)

Specific IgE RC202
(suxamethonium)
Q| 2085+

(GC Labs 2.E: 1206)

THSIEE7| BN M 2EHE ]

* ¥ 3) Specific IgE/IgG AA} List

202419 018 01 TS

HI

2) 16924 A7\ 2IAl 7|27 O|HZ 30HZ 107 | Tel: 1566-0131 | Fax: (031)260-9262 | www.gclabs.co.kr

3/4



adrg= SXAHR Hgd
. TH{EH7| 2ol A =EtS X
GJBZbgene mutation X O M| B AL GJB2 gene, mutation (hearing loss and deafness, 128 15 H+2
(GC Labs T E: 1809) .
DFNA3, DFNBT) [Sequencing] (GC Labs 2 E: X178)1
PMP22 TRt EHHO| I EF7| 2o M ~EFSX]
[H7| ML ZAHAH X CHAIE AL pmP22 gene mutation (CMT1E) [Sequencing] 128 15 2
(GC Labs FE: S217) (GC Labs ZE: X916)
Glucagon ASF ik ST 2 Qo ~EFFX| 128 1Y E+E
(GC Labs T.E: E446) X ZHEZ AL Glucagon [EIA] (GC Labs E: W645)° ClIE3+25H HE)
1. G/B2 gene, mutation (hearing loss and deafness, DFNA3, DFNBT) [Sequencing] (GC Labs 2 E: X178)
- ZHI: EDTA whole blood 4.0 mL - HEYH: L}580C1/C580619C (1992.837)
e - ZAR7L: 183,540
A PCR & sequencing - FOIAME: @ AME = 1Y | Q|| 271 Al HE £t
- FHnK: "X 20K #Hx @ 31, 45 4 2H
-EdMY/AeY: E-F/30Y Z=0/HS J|x|
- Q2| M: 2XFT HAQEIM, FTXEAL S2|M
2. PMP22 gene, mutation (CMT1E) [Sequencing] (GC Labs 3 E: X916)
- ZHI: EDTA whole blood 4.0 mL - HEYH: L}580C1/C580610C (1992.83%)
- Hgk A5 HA=7t: 183,540
- A PCR & sequencing . FOIAMEE (@) KA = 1L O|LY |2 £ Al WA &3
S EIK: EXEDR BE @ 87, 45 AN 2Ny
- AMY/AY: E-F/30Y ® FRIHZ 7|xY
- Q2| M: 2XET HAQ2IM, FTXEAL S2|M
3. Glucagon [EIA] (GC Labs 3 E: W645)
- Z4H|: EDTA plasma 1.0 mL CHE™EA: | HA
-HEEUWE A7} 49,400
- ZAPY: EIA (enzyme immunoassay) S FOIAMEE D KiE & YAMEE| A YE 237
- K| (TH: pg/mL): 5.4~55.0 @ 8¢ ZH 2
AMY/ad: & =5/17Y ® = 87| MF B 2= 9z EX))
@ A (6~7AIZhH
o|lzHQl sHXIe| =Y T
oL,
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X HEY: 128 18Y i
A
GC Labs o =
Seq. J. s
s H7 M Hy 3
1 D126 HPV genotyping [Real-time PCR] SHE swab
2 $874 HPV PCR Cervical swab,
N ZHE OHAFMEZHA} A
3 $139 HPV Type 16 PCR ME87| B2 swab e T AIMEZA 2H
4 S138 HPV Type 18 PCR
5 N304 Candida albicans PCR
6 MO052 Gardnerella vaginalis PCR
7 M727 Haemophilus ducreyi PCR
8 M728 Mycoplasma genitalium PCR
9 Z127 Mycoplasma hominis PCR
10 S$683 Neisseria gonorrhoeae PCR
] BtE swab,
11 S679 Treponema pallidum PCR Random urine 5.0 mL
12 N305 Ureaplasma parvum [Real-time PCR] Vaginal discharge
13 S934 Ureaplasma urealyticum [Real-time PCR] el ST il
L117
14 &5 i -ti
(L118~1123) STD 635 [Multiplex real-time PCR]
15 N134 STD 7% [Multiplex real-time PCR]
5 x real-ti
(N135~N141) = VUTEP
L735
1 = . »
6 (L723~1734) STD 123 [Multiplex real-time PCR]
17 X579 Trichomonas vaginalis PCR SHE swab
Random urine 20.0 mL,
18 S676 Chlamydia trachomatis PCR Vaginal discharge,
ShE swab
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W A3 <> GCLabs
Specific IgE/1gG HA} List

X H8Y: 202414 018 01 Y&

Seq. | e e 2
1 1206 Specific IgE RC202 (suxamethonium)
2 1099 Specific IgG D1G (Dermatophagoides pteronyssinus)
3 1177 Specific IgG E1G (cat epithelium/dander)
4 1148 Specific IgG E5G (dog dander)
5 X553 Specific IgG F24G (shrimp)
6 1105 Specific IgG F40G (tuna IgG)
7 G127 Specific IgG F54G (sweet potato)
8 X612 Specific IgG F76G (a-Lactalbumin)
9 X613 Specific IgG F77G (B-Lactoglobulin)
10 1115 Specific IgG F256G (walnut)
TSI EH7 | 2H| A
1 1117 Specific IgG F259G (grape) HT_l,;Q%'_XT” 1
12 1119 Specific IgG F260G (broccoli)
13 N253 Specific IgG G2G (bermuda grass)
14 N254 Specific IgG G70G (wild rye)
15 1168 Specific IgG H1G (house dust-greer)
16 1169 Specific IgG H2G (house dust-hollister stier)
17 1135 Specific IgG 11G (honeybee venom)
18 1134 Specific IgG I13G (yellow Jacket venom)
19 1588 Specific IgG M207G (Aspergillus niger)
20 N255 Specific IgG T7G (oak)
21 N256 Specific IgG T22G (pecan, hickory)
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